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SageKeyDriverAnalysis Documentation

	Description:
	Performs the key driver analysis to identify genes that drive module expression

	Author:
	Bin Zhang, added to GenePattern by Ted Liefeld, Liefeld@broadinstitute.org


Summary

See referernces below.
References

Integrating Large-Scale Functional Genomic Data to Dissect the Complexity of Yeast Regulatory Networks

Jun Zhu, Bin Zhang,Erin N. Smith, Becky Drees, Rachel B. Brem, Leonid Kruglyak, Roger E. Bumgarner, and Eric E. Schadt1

10.1038/ng.167.
Links

http://sagebase.org/research/tools.php
http://search.yahoo.com/r/_ylt=A0oG7lP2C5tN6SoA5_hXNyoA;_ylu=X3oDMTByMTNuNTZzBHNlYwNzcgRwb3MDMgRjb2xvA2FjMgR2dGlkAw--/SIG=120ht4l5h/EXP=1302028374/**http%3a//www.youtube.com/watch%3fv=ryADRZ4vs9w
Parameters

	Name
	Description

	Causal.network
	Causal network file

	Input genes
	List of genes to query

	directed
	True/false

	layer
	

	Min.nds.cut
	

	gene.info.file
	Gene annotations


Input Files
1. Input.filename
· The gene list file generated by the ExtractComparativeMarkerResults module
Output Files
TBD

Sample Data

See http://sagebase.org/commons/repository.php
Platform Dependencies 

	Module type:
	SAGE

	CPU type:
	any

	OS:
	any

	Language:
	R
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